WHAT IS CLAIMED IS: 

1 . Isolated nucleic acid having at least iO% nucleic acid sequence identity to a nucleotide sequence 
that encodes an amino acid sequence selected fromithe group consisting of the amino acid sequence shown in 
Figure 2 (SEQ ID NO:2), Figure 4 (SEQ ID NO/7), Figure 6 (SEQ ID NO:9), Figure 8 (SEQ ID NO: 11), 
Figure 10 (SEQ ID NO: 16), Figure 12 (SEQ Id/nO:18), Figure 14 (SEQ ID NO:20), Figure 16 (SEQ ID 
NO:22), and Figure 18 (SEQ ID NO:24). 
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2 . Isolated nucleic acid having at Aeast 80 % nucleic acid sequence identity to a nucleotide sequence 
selected from the group consisting of the nuclecftide sequence shown in Figure 1 (SEQ ID NO: 1), Figure 3 (SEQ 
ID NO:6), Figure 5 (SEQ ID NO:8), Figure^ (SEQ ID NO: 10), Figure 9 (SEQ ID NO: 15), Figure 11 (SEQ 
ID NO:17), Figure 13 (SEQ ID NO:19), Figure 15 (SEQ ID NO:21) and Figure 17 (SEQ ID NO:23). 
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3 . Isolated nucleic acid Jja^infe at leas/?(^% nucleic acid sequence identity to a nucleotide sequence 

selected from the group consistine^f the fu|l-lensth Coding sequence of the nucleotide sequence shown in Figure 
1 (SEQ ID NO:l), Figure 3 J^Q ID No/:6)yTigi/re 5 (SEQ ID NO:8), Figure 7 (SEQ ID NO: 10), Figure 9 
(SEQ ID NO: 15), Figure /l (SEQ ID Np/17), figure 13 (SEQ ID NO: 19), Figure 15 (SEQ ID NO:21) and 
Figure 17 (SEQ ID NO/23). 



4. Isoffated nucleic/^id Having at least 80% nucleic acid sequence identity to the full-length coding 
sequence of the DNA degg^k^ undeif ATCC acc^^ number 203538, 203661, 203583, 203657, 203576, 

20 203573, 203553, 203651 and 203537/ 

5. A vector comprising the nucleic acid of any one of Claims 1 to 4. 
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6. The vector of jClaim 5 operably linked to control sequences recognized by a host cell 
transformed with the vector . 



7. A host cell comprising the vector of Claim 5. 
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8. The host cdil of Claim 7, wherein said cell is a CHO cell. 

9. The host qell of Claim 7, wherein said cell is an E, coli. 



10. The host/cell of Claim 7, wherein said cell is a yeast cell. 



35 11. A process for producing a PRO polypeptides comprising culturing the host cell of Claim 7 

under conditions suitable/for expression of said PRO polypeptide and recovering said PRO polypeptide from the 
cell culture. 
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12. An isolated polypeptide having at \eskt 80% amino acid sequence identity to an amino acid 
sequence selected from the group consisting of the aniino acid sequence shown in Figure 2 (SEQ ID NO:2), 
Figure 4 (SEQ ID NO:7), Figure 6 (SEQ ID NO:9), jpigure 8 (SEQ ID NO: 11), Figure 10 (SEQ ID NO:16)i 
Figure 12 (SEQ ID NO: 18), Figure 14 (SEQ ID NO:^0), Figure 16 (SEQ ID NO:22), and Figure 18 (SEQ ID 
NO:24). 
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13. An isolated polypeptide scoring least 80% positives when compared to an amino acid 
sequence selected from the group consisting of the Amino acid sequence shown in Figure 2 (SEQ ID NO:2), 
Figure 4 (SEQ ID NO:7), Figure 6 (SEQ ID NO:9L Figure 8 (SEQ ID NO: 11), Figure 10 (SEQ ID NO: 16), 
Figure 12 (SEQ ID NO: 18), Figure 14 (SEQ ID N9:20), Figure 16 (SEQ ID NO:22), and Figure 18 (SEQ ID 
NO:24). 
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14. An isolated polypeptide hav|ng pt least 80% amino acid sequence identity to an amino acid 
sequence encoded by the fiiil-length codiog sequence of the DNA deposited under ATCC accession number 
203538, 203661, 203583, 203657, 203^76, 203373, 2TO553, 203651 and 203537. 



15. A chimeric molecple compri^pg a pplypeptide according to any one of Claims 12 to 14 fused 
to a heterologous amino acid sequen<;e^ 

16. The chimeric molecule of (Claim 15, wherein said heterologous amino acid sequence is an 
20 epitope tag sequence. 

17. The chimeric molecule of/ Claim 15, wherein said heterologous amino acid sequence is a Fc 
region of an immunoglobulin. 
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18. An antibody which specifically binds to a polypeptide according to any one of Claims 12 to 14. 



19. The antibody of Claimj 18, wherein said antibody is a monoclonal antibody, a humanized 
antibody or a single-chain antibody. 
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(a) a nucleotide sequence 
(SEQ ID NO:7), Figure 6 (SEQ ID NO 
(SEQ ID NO: 18), Figure 14 (SEQ ID 
lacking its associated signal peptide; 

35 (b) a nucleotide sequence 

(SEQ ID NO:2), Figure 4 (SEQ ID NO 



(SEQ ID NO: 16), Figure 12 (SEQ ID 



Isolated nucleic acid h|iving at least 80% nucleic acid sequence identity to: 

ncoding the polypeptide shown in Figure 2 (SEQ ID NO: 2), Figure 4 
9), Figure 8 (SEQ ID NO: 11), Figure 10 (SEQ ID NO: 16), Figure 12 
s[O:20), Figure 16 (SEQ ID NO:22), or Figure 18 (SEQ ID NO:24), 



encoding an extracellular domain of the polypeptide shown in Figure 2 
7), Figure 6 (SEQ ID NO:9), Figure 8 (SEQ ID NO: 11), Figure 10 



MO: 18), Figure 14 (SEQ ID NO:20), Figure 16 (SEQ ID NO:22), or 



u 
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Figure 18 (SEQ ID NO:24), with its associated signal peptide; or 

(c) a nucleotide sequence encoding an eiaracellular domain of the polypeptide shown in Figure 2 
(SEQ ID NO:2), Figure 4 (SEQ ID NO:7), Figured (SEQ ID NO:9), Figure 8 (SEQ ID NO: 11), Figure 10 
(SEQ ID NO: 16), Figure 12 (SEQ ID NO: 18), figure 14 (SEQ ID NO:20), Figure 16 (SEQ ID NO:22), or 
Figure 18 (SEQ ID NO:24), lacking its associated signal peptide. 



21 . An isolated polypejStide > 
(a) the polypenjti^ show: 
ID NO:9), Figure 8 (SEQ/D NO: 1 1), 
ID NO:20), Figure 16 (SEQ ID N 



nng at least 80% amino acid sequence identity to: 
/gure 2 (SEQ ID NO:2), Figure 4 (SEQ ID NO:7), Figure 6 (SEQ 

10 (SEQ ID NO: 16), Figure 12 (SEQ ID NO: 18), Figure 14 (SEQ 
L Figure 18 (SEQ ID NO:24), lacking its associated signal peptide; 



10 (b) an ext^acellula^^main of tlie^^polypeptide shown in Figure 2 (SEQ ID NO:2), Figure 4 (SEQ 

ID NO:7), Figure 6 (SEQlD I)fo:9), Figure 8 (SEQ ID NO:il), Figure 10 (SEQ ID NO:16), Figure 12 (SEQ 
ID NO: 18), Figure 14 (SEQ/ID NO:20), Figure 16 (SEQ ID NO:22), or Figure 18 (SEQ ID NO:24), with its 
associated signal peptide; or 

(c) an extrabellular domain of the polypeptide shown in Figure 2 (SEQ ID NO:2), Figure 4 (SEQ 
15 ID NO:7), Figure 6 (SEjQ ID NO:9), Figure 8 (SEQ ID NO: 11), Figure 10 (SEQ ID NO: 16), Figure 12 (SEQ 
ID NO: 18), Figure M/SEQ ID NO:20), Figure 16 (SEQ ID NO:22), or Figure 18 (SEQ ID NO:24), lacking 
its associated signal pc 
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